Corrigendum: Diversity of reductive dehalogenase genes from environmental samples and enrichment cultures identified with degenerate primer PCR screens by Laura A. Hug & Elizabeth A. Edwards
GENERAL COMMENTARY
published: 03 February 2015
doi: 10.3389/fmicb.2015.00030
Corrigendum: Diversity of reductive dehalogenase genes
from environmental samples and enrichment cultures
identified with degenerate primer PCR screens
Laura A. Hug1*† and Elizabeth A. Edwards1,2
1 Department of Cell and Systems Biology, University of Toronto, Toronto, ON, Canada
2 Department of Chemical Engineering and Applied Chemistry, University of Toronto, Toronto, ON, Canada
*Correspondence: laura.hug@berkeley.edu
†Present address: Laura A. Hug, Department of Earth and Planetary Science, University of California, Berkeley, Berkeley, CA, USA
Edited and reviewed by:
Claudia Lüke, Radboud University Nijmegen, Netherlands
Keywords: Erratum, Amplicon sequencing, diversity, reductive dehalogenase, organohalide respiration
A corrigendum on
Diversity of reductive dehalogenase
genes from environmental samples
and enrichment cultures identified
with degenerate primer PCR
screens
by Hug, L. A., and Edwards, E. A.
(2013). Front. Microbiol. 4:341 doi:
10.3389/fmicb.2013.00341
The PCR amplification conditions
were inaccurate as originally pub-
lished, omitting the number of cycles
for the final amplification step—a
total of 25 cycles should be con-
ducted when annealing at 50◦C.
The corrected methods are included
below.
The following conditions were subse-
quently applied to all described samples:
an initial denaturation at 95◦C for 5min,
three cycles of denaturation at 95◦C for
30 s, primer annealing at 38◦C for 30 s,
and elongation at 72◦C for 90 s, three
cycles of denaturation at 95◦C for 30 s,
primer annealing at 45◦C for 30 s, and
elongation at 72◦C for 90 s, and 25 cycles
of denaturation at 95◦C for 30 s, primer
annealing at 50◦C for 30 s, and elongation
at 72◦C for 90 s, and a final extension at
72◦C for 10min.
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